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FIG. 5A 

M N L/F P S TKVPWAAVTLL 
ATG AAC CTT CCT TCT ACA AAG GTT CCC TGG GCC GCC GTG ACG CTG CTG 
ATG AAC TTT CCT TCT ACA AAG GTT CCC TGG GCC GCC GTG ACG CTG CTG 
* 

LLLLLPPALLSLGVDA 
CTG CTG CTA CTG CTG CCG CCG GCG CTG CTG TCG CTT GGG GTG GAC GCG 
CTG CTG CTA CTG CTG CCG CCG GCG CTG CTG TCG CTT GGG GTG GAC GCA 

q p l P D C CRQ K T C S C R L 
CAG CCT CTG CCC GAC TGC TGT CGC CAG AAG ACG TGT TCC TGC CGT CTC 
CAG CCT CTG CCC GAC TGC TGT CGC CAG AAG ACG TGT TCC TGC CGT CTC 

YELLHG AGNHAAGILT 
TAC GAA CTG TTG CAC GGA GCT GGC AAC CAC GCC GCG GGC ATC CTC ACT 
TAC GAA CTG TTG CAC GGA GCT GGC AAC CAC GCT GCG GGT ATC CTG ACT 

* * * 

h G K R R PGPPGLQGRLQ 
CTG GGA AAG CGG CGA CCT GGA CCC CCA GGC CTC CAA GGA CGG CTG CAG 
CTG GGA AAG CGG CGG CCT GGA CCT CCA GGC CTC CAG GGA CGG CTG CAG 

* * * 

RLLQANGNHAAG I L T M 
CGC CTC CTT CAG GCC AAC GGT AAC CAC GCA GCT GGC ATC CTG ACC ATG 
CGC CTC CTT CAG GCC AAC GGT AAC CAC GCA GCT GGC ATC CTG ACC ATG 

GjjjjAGAELEP Y/H P C P/S G R 
GGC CGC CGC GCA GGC GCA GAG CTA GAG CCA TAT CCC TGC CCT GGT CGC 
GGC CGC CGC GCA GGC GCA GAG CTA GAG CCA CAT CCC TGC TCT GGT CGC 

* * 

R/G C P T A/V TA/TTALAPRGGS 
CGC TGT CCG ACT GCA ACC GCC ACC GCT TTA GCG CCC CGG GGC GGA TCC 
GGC TGT CCG ACC GTA ACT ACC ACC GCT TTA GCA CCC CGG GGA GGG TCC 
* **** * ** 

R/G V 

AGA GTC TGA 
GGA GTC TGA 



FIG. 5B 



consensus: RL LL GNHAAGILT G 

hcrtl • LGVDAQPLPDCCRQKTCSCRLYELLHGAGNHAAGILTLG 
hcrt2 'j PGPPGLQGRLQRLLQANGNHAAGILTMG 

SECRETIN: HSDGTFTSKLSRLRDSARLQRLLQGLV HSDGTFTSK 

* ******** ** ** * 




7/10 



riflJ897/13657 

58 Rss'tf PCF/PIG 2 7 FEB 19J 



GCXAGGAGACATXGCGGCGGCGGTGGCGGCGTXGGCAGCAGCXGCAGACATGCXGCXGCX 

x + - + + + + + 60 

CGATCCXCTGTAACGCCGCCGCGACCGCCGCAACCGXCGTCGACGTCTGTACGACGACGA 

M Xi L X> 

CAAGAAACAGACGGAGGACAXCAGCAGXGXCXAXGAGAXCCGGGAGAAGCXGGGCXCGGG 

61 - + + + " + + + "0 

GXXCXXXGXCXGCCXCCXGXAGXCGXCACAGATACXCXAGGCCCXCXXCGACCCGAGCCC 
KKQTEDISSVYEIREKLGSG 

TGCCTTCTCTGAGGTGATGCTGGCCCAGGAAAGGGGCTCTGCTCATCTXGTGGCCCTCAA 

12 1 + + + + + + 180 

ACGGAAGAGACXCCACXACGACCGGGXCCTXXCCCCGAGACGAGXAGAACACCGGGAGXX 
AF S EVMLAQERG SAH LVALK 

GXGCATXCCCAAGAAAGCACXXCGGGGCAAGGAGGCCCXGGXGGAGAATGAGAXCGCAGX 

181 + ♦ + " + + + 240 

CACGXAAGGGXXCXXXCGXGAAGCCCCGTTCCXCCGGGACCACCXCXXACXCXAGCGXCA 

CIPKKAIiRGKEALVENElAV 

ACXCCGCAGGAXXAGCCACCCCAACATXGXGGCXCXGGAGGACGXCCACGAGAGCCCXXC 

241 + + + + + + 300 

TGAGGCGXCCXAAXCGGXGGGGTTGXAACACCGAGACCXCCXGCAGGXGCXCXCGGGAAG 

LRRISHPNIVALEDVHESPS 

CCAXCXCXACXXGGCCATGGAGCTGGXAACAGGXGGXGAACXGXXXGACCGAAXCATGGA 

301 + + + - + — + + 360 

GGXAGAGAXGAACCGGXACCXCGACCATXGXCCACCACXXGACAAACXGGCXXAGXACCX 

HliYLAHELVXGGELFDRlME 

GCGGGGCTCCXACACAGAGAAGGATGCGAGCCACCXXGXAGGGCAGGXCCXXGGXGCXGX 

361 + + + + + + 420 

CGCCCCGAGGAXGXGXCXCXXCCTACGCXCGGXGGAACAXCCCGXCCAGGAACCACGACA 

RGSVTEKDASHLVGQVIiGAV 

CXCCXACCXXCATAGCCXGGGCATCGXGCACCGGGACCXCAAGCCXGAAAACCXCCXCXA 

421 + -- + + + - + + 480 

GAGGATGGAAGXAXCGGACCCGXAGCACGXGGCCCXGGAGXXCGGACXXXXGGAGGAGAT 

SYIiKSliGIVHRDLKPENLLY 

XGCCACACCXXXXGAGGACXCCAAGAXCAXGGXCXCXGACXXXGGCCXGXCCAAAATXCA 

481 + + + + + + 540 

ACGGXGXGGAAAACXCCXGAGGXXCXAGXACCAGAGACXGAAACCGGACAGGXXXXAAGX 

ATPFEDSKIMVSDFGLSKIQ 



FIG. 6A 
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AGCXGGCAACATGCTAGGCACAGCGTGTGGGACCCCAGGATATGTGGCCCCAGAGCTCCT 

541 + " + + " + + -r + 600 

TCGACCGXXGXACGAXCCGXGXCGGACACCCXGGGGXCCXATACACCGGGGXCXCGAGGA 

AGNKIiGTACGTPGVVAPEIili 

GGAGCAGAAACCCTACGGGAAGGCCGTAGATGTGTGGGCCCTGGGTGTCATCTCCTACAT 

601 + + + + + + 660 

CCTCGTCTTXGGGATGCCCTTCCGGCATCTACACACCCGGGACCCACAGXAGAGGATGTA 

EQKPYGK AVDVWALGVI S V X 

CCXGCXGXGXGGGXACCCCCCCXXCXAXGATGAGAGCGAXCCXGAACXCXXCAGCCAGAT 

+ + 720 

GGACGACACACCCAXGGGGGGGAAGATACXACXCXCGCXAGGACXXGAGAAGXCGGXCXA 
LLCGYPPFYDESDPELFSQI 

TCXGAGGGCCAGCXAGGAGXXXGACXCXCCCXXXXGGGAXGACAXCXCAGAAXCAGCCAA 

•j 2\ _ _ _ - + + — + - — - ~ + _ + -+ 780 

AGACXCCCGGXCGAXGCXCAAACXGAGAGGGAAAACCCXACXGXAGAGXCXXAGXCGGXX 
LRASYEFDS .PPWDDISESAK 

AGACXXCAXXCGGCACCXXCXGGAACGXGATCCCCAGAAGAGGXXCACCXGCCAACAGGC 

781 + + + + + + 840 

XCXGAAGXAAGCCGXGGAAGACCXXGCACXAGGGGXCXXCXCCAAGXGGACGGXXGXCCG 

DFXRKliLERDPQKRFTCQQA 

CXXACAGCAXCXCXGGAXCXCXGGGGAXGCAGCCXXGGACAGGGACAXCCXAGGXXCXGX ^ 

841 G^XGXCGXAGAGACCXAGAGACCCCXACGXCGGAACCXGXCCCXGXAGGAXCCAAGACA 
LQHLWISGDAALDRDILGSV 

CAGXGAGCAGAXCCAGAAGAAXXXXGCCAGGACCCACXGGAAGCGXGCAXXCAAXGCCAC ^ ^ 

901 GX^CXCGXCXAGGXCXXCXXAAAACGGXCCXGGGXGACCXXCGCACGXAAGXXACGGXG 
SEQIQ KKFARTHWKRAFNAT 

AXCAXXCCXACGXCACATCCGXAAGCXGGGACAGAGCCCAGAGGGXGAGGAGGCCXCCAG 

______.|... — - — — .$. — — - — — 4.- — — — — — — — — + 1 0 / u 

961 TAGX^GGAXGCAGXGXAGGCAXXCGACCCXGXCXCGGGXCXCCCACXCCXCCGGAGGXC 
SFLRHIRKLGQSPEGEEASR 

GCAGGGXAXGACCCGXCACAGCCACCCAGGCCXXGGGACXAGCCAGXCXCCCAAGXGGXG 

102 i + + - + + + + 1 

CGXCCCATACXGGGCAGXGXCGGXGGGXCCGGAACCCXGAXCGGXCAGAGGGXXCACCAC 

QGMTRKSKPGLGXSQSPKWV 



FIG. 6B 
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ACAACCAGGTGGATGCCAAGGAAGGCGAXGTGGACTGACTCCTAGCTTTXCTTXCCTCCA 

1081 + + ♦ + + -+ 1140 

TGXXGGXCCACCXACGGXXCCXXCCGGXXCACCXGACXGAGGAXCGAAAAGAAAGGAGGX 

GCCCXXXXGAXCXCCXXCCCXGATCCXXGXCCCCCGGACXGGCCXCXGXXGGAAAGXCCA 

1141 + + + ♦ + + 1200 

CGGGAAAACXAGAGGAAGGGACXAGGAACAGGGGGCCXGACCGGAGACAACCXXXCAGGX 

AGACCGXGGGXGXGAXGCAXGGCACXGGGGXATGGGGCXXCCCAAGXAXGXCCCCAGCCX 

1201 + + + + + + 1260 

XCXGGCACCCACACXACGXACCGXGACCCCAXACCCCGAAGGGXXCAXACAGGGGXCGGA 



CTGXCCXXXGXXGCXGCCACCCXCXAXGGAAACTGAGGAGGXAXXCAAAAAXGGAXXXGG 
1261 + + + + + 1320 



CAGGAAACAACGACGGXGGGAGAXACCTXXGACXCCXCCAXAAGXXXXXACCXAAACC 



GA< 



GGGCCAXCCXXCCXGCACCTXGCACGCACAXAXGCAXTGCGTGGCXGXXCXGXGCXXXGG 

1321 + + + + — + + 1380 

CCCGGXAGGAAGGACGXGGAACGTGCGTGXAXACGTAACGCACCGACAAGACACGAAACG 



XGACXGXGGGXGGXCCXGCXXGXGXXGXAGCCCXXXAGXXCCXCCXCXXXCCAACCAAXA 

1381 + + + + — + + ' 1440 

ACXGACACCCACCAGGACGAACACAACAXCGGGAAAXCAAGGAGGAGAAAGGXXGGXXAX 



AAGACAAACAGAACAAXG 
XXCXGXXXGXCXXGXXAC 



1441 -- — ' " 5B 



FIG. 6C 



